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tion, maximum likelihood, suffi- 
cient statistic 
Consumer testing, 
sample surveys 
Contagious distribution, 185, 262 
Neyman’s, 354 
pseudo-, 259 
Contingency table, 324, 342, 601, and see 
chi square, correlation, fourfold 
table 
combination of, 224 
trend in, 114, 245, 259 
Contrast, see comparison 
defining, 180 
Control, 422 
Correlation, 342, and see causation, 


see organolepsis, 


contingency, covariance, regres- 
sion 
auto-, 421, and see spatial nonrandom- 
ness, temporal nonrandomness 
between plots, 284 
between relatives, see statistical ge- 
netics 
canonical, 630 
ellipse, 455 
homogeneity of, 352 
interspecific, 457 
intraclass, 342, 630 
confidence limits for, 633 
intraspecific, 457 
spatial, 426 
tetrachoric, 342 
within blocks, 284 
Costs, 568, and see design of experi- 
ments 
Covariance, see correlation, matrix, 
regression, variance 
analysis of, 12, 410, 427 
approximate, 112 
asymptotic, 112 
between relatives, 235 
matrix, 310, 426 
homogeneity of, | 
Criterion, 
largest-root, 26 
product-of-roots, 26 
sum-of-roots, 26 
Critical region, 139, and xce test 
Crop estimating, 265 
Cross-over design, 12, 410 
Cross-sectional experiments. 520 
Crustacea, 629 
Cumulants, 68, and see moments 
factorial, 46 
generating function, 561 
Curvature, individual, 12 
Curve fitting, 104, 615, 632, and see esti- 
mation, graduation, orthogonal 
polynomials, regression, smooth- 


ing 

Cybernetics, 420 

Data processing, see computation 

Death rate, see birth-and-death process, 
competing risks. mortality 

Decision, see test 

complex, 421 
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multiple, 52 
sequential, 52 
Degrees of freedom, 160, and see com- 
parison 
Demography, 263 
Design of cxperiments, 22, 266, 283, 
499, and see alias, augmented de- 
sign, components of variance, 
confounding, control, cross-over 
design, cross-sectional, design 
matrix, factorial experiment, 
grazing, guard rows, incomplete 
blocks, longitudinal experiments, 
organolepsis, paired comparisons, 
plant spacing, plot size and shape, 
randomization, randomized, ran- 
domness, rectangularity, replica- 
tion, sample size needed, sampl- 
ing, sequential experiment, split 
plots, symmetrical complementa- 
tion design, systematic designs 
augmented, 308, 500, 631 
costing, 568 
cyclic, see cross-over 
factorial, 308 
fractional, 309 
fold-over, 176 
optimal, 626 
slipped-block, 632 
spacing, 283 
Determinant, 26 
persvymmetric, 108 
Determinantal equation, see matrix 
Diagnosis, 424 
Diallel cross, 229 
Difference equations, 108, 186, 205, and 
see boundary conditions, differen- 
tiai equations, recurrence equa- 
tions 
Differential equations, 93, 185, and see 
difference equations 
-difference, 623 
matrix, 561 
partial, 552, 564 
Digital computers, see automatic com- 
putation 
Dilution series, 568 
Dimensionality, reduction of, 36, 546 
Dimorphism, see polymorphism 
Direct product, see matrix 
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Discriminant function, 455, and see co- 
efficient of discrimination, mul- 
tivariate analysis, score 

Disproportionate subclasses, 261, and 
see analysis of variance, missing 
data 

Distance, 

function, 357 

generalized, 1 
for heterogeneous covariance 
matrices, 8 

Distribution, see Bayes, binomial, char- 
acteristic function, chi square, 
contagious, goodness of fit, het- 
eroscedasticity, moments, nor- 
mal, Poisson, runs, truncation 

approximate, 354 
Behrens-Fisher, 409 
contagious, 185, 262 
cumulative, 60 
frequency, 429 
geomctric, 185, 397 
infectious, sec contagious 
logarithmic, 68, 366 
logarithmic serics, 366 
multimodal, 357 
multivariate normal, 375 
Neyman’s see contagious 
Type A, 43, 262, 592 
approximations, 354 
normal multivariate, 375 
of multivariate criterion, 26 
of pairs, 423 
of population size, 395 
of ranked variable, 378 
of t, 613 
Poisson, see Poisson 
Poly-Aeppli, 592 
power series, 365 

pseudo-contagious, 259 

stationary, 551 

steady-state, 628 

truncated, 366 

Wishart’s, 7 

Dominance, 229, 546, and see social 
order 

loop, 598 


_ Dose-response curve, 619, and sce time- 


response curve 


xill 


D statistic, see generalized distance 
Dummy variate, 248, 476 
Ecology, 253, 426, 427, 569, 579, 621, 
629, and see age distribution, be- 
havior, capture-recapture, com- 
petition, entomology, extinction 
probability, fish, genetics, migra- 
tion, population, predation, 
sampling, transect 
Keonomics, 104, 631, and see economic 
entomology, programming, risk 
ED50, biased, 619 
Education, 428, and see psychology 
Efficiency, see consistency, estimation. 
maximum likelihood, 
statistic 
loss of, 250 
of estimation, 72, 141, 603 
of sequential experimentation, 64 
Endocrinology, 134, 328, 633 
Entomology, 354, 456, 568, 626, and see 
toxicology 
economic, 265 
Enzymology, 257, 422 
Epidemiology, 104, 253, 327, 627 
Fpistasis, 229, 406, 546 
Equations, linear, 109, and see matrix 
Equilibrium, 77 
stability of, 78 
Errata, 128, 256, 643 
Frror, 
correlated, 148 
serially, 520 
heterogeneity, 520 
matrix, 24, 520 
mean square, 184, and sec variance 
prediction of, 17 
reduction of, 19, 410 
procedural, 247 
regression, see regression 
serially correlated, 520 
sources of, 284, 411 
subplot, 284 
term, proper, 408. 521, 630 
theory of, see analysis of variance, 
least squares, maximum likeli- 
hood, models, rejeciion of data 
FErvthrocytes, 192, 258 
Estimation, 24, 42. 68. 101, 262. 366, 512. 
and see bias. complete siatisties, 


sufficien! 


consistency, efficiency, informa- 
tion, least squares, maximum 
likelihood, method of moments, 
methods of partial totals, popu- 
lations, scores, Sheppard’s correc- 
tion, stochastic approximation, 
sufficient statistics 
Bayesian, 139 
biased, 524 
consistent, 104, 409 
efficiency of, 26, 42, 68, 104 
inefficient, 72 
interval, 605 
of confidence interval, 22 
of dispersion matrix, 523 
of distribution, 259, 361 
of mean, 139, 515 
of Poisson, 42 
of potency, 613 
of proportion, 568, 601 
of ratio, 590 
of risk, 603 
of variance components, 232 
Ethology, see behavior, ecology, social 
order 
Evolution, 475, and see competition 
future, 424 
Expectation, mathematical, 105, and 
see mean, moments 
conditional, 422 
of mean square, 232, 618 
of quotient, 497 
Experimental design, see design of ex- 
periments 
Exponential, 614, 627 
linear combination of, 104 
risk, 330 
Extinction probability, see probability 
Extreme, 266, and see distribution of 
ranked variable 
Factor analvsis, 331, and see multivari- 
ate analysis 
Factorial experiments, 160, and see 
bioassay 
Fertility, 342, 624, and see reproduction 
Fiducial limits, see confidence limits 
Field experiments, 283, 436, and see ag- 
ronomy, design of experiments, 
plot size and shape, soil 
procedural errors in, 247 
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Fish, 265, 628, 631, and see ecology, 
population management, 
Fitting constants, sce least squares, 
missing data 
Fitting distribution, see estimation 
Fitting regression line, see covariance, 
least. squares, regression 
Follow-up studies, 323, 624 
nonresponse bias, 624 
Food technology, see biochemistry, en- 
zymology, nutrition 
Forecasting, see crop, prediction 
Forestry, 292, 581 
Formula, see hypothesis, law model 
Baule-Mitscherlich, 267 
Maskell’s resistance, 267 
Fourfold table, 114, 224, 343, 601, and 
see chi square, contingency, tetra- 
choric 
F test, 414, 457, and see analysis of 
variance, beta function 
interpretation of, see test 
multiple, see multiple range test 
significantly smail, 158 
Game, 204 
Gamma distribution, 260 
Generating function, 222, 355, 365, 395, 
547, and see characteristic func- 
tion, moments, probability 
Genetic advance, sce genetic selection 
index 
Genetic correlation, see heritability, re- 
peatability 
Genetic drift, 404 
Genetic model, see model 
Genetic progress, maximum, 120, 264 
Genetics, 229, 619, and see animal breed- 
ing, breeding value, dominance, 
epistasis, evolution, genetic, 
genotypic function, heritability, 
hybrid, inbreeding, linkage, muta- 


tion, path analysis, polymor- 
phism, repeatabilitv, sampling 
studies, segregation, twins, 
weighting 


human, 370, 424 
penetrance, 424 
population, 543, 623 
prediction, 241 

quantitative, 342 
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Genctie selection, 
conditional, 120 
correct, probability of, 379 
differential, 407 
errors in, 122 
estimate, sampling error of, 390 
expected gain, see rate of progress 
index, 120, 375, and see selection in- 

dex 
base, 387 
comparison of, 376, 391 
correlation with true worth, 375 
estimated, 390 
optimum, 387 
reduced, 389 
statistical properties of, 375 
variance, 388 
weights, 377 
rate of progress, 376, 391 
response to, 404 

Genetic variance, 
additive, 229 
components, 238, 404 
dominance, 229 

Genotypic function, 422 

Geometric series, 105, 583 
compound, 583 

Goal, 53 

Gompertz curve, 614 

Goodness of fit, 587, and see chi square 

Graduation, 354, and see curve fitting 

Graphics, 291, 476, and see computa- 

tion, grid 
Grazing, 267 
Grid, 284, and see graphics 
Grouping, 363, 476, and see clustering 
Growth, 104, 148, 482, and see allome- 
try, biometry, logistic curve, 
population 
rate, 340 
Guard rows, 284 
Harvest, 
interval, 483 
multiple, 486 
time of, 478 
Hematology, 425, 628, and see serology 
Heredity, sec genetics 
Heritability, see repeatability 
confidence limits for, 124, 633 
estimation of, 123, 342 


expectation of, 125 
variance of estimate, 404 
Heteroscedasticity, 2, 105 
Histology, 421 
Horticulture, 267, 284, 478, 614, and 
see agronomy, crop, harvest, row 
crop, weeds 
Hospital use, 262, 622 
Hotelling’s T, 1 
Hvbrid, double-cross, 229 
Hypergeometric kinetics, 625 
Hypothesis, see law, model, test 
linear, 24, 339 
matrix, 25 
non-null, 339 
null, 27, 225 
of homogeneity, 367 
risk, 330 
testable, 261 
test of, 337 
Immunology, 212, and see serology 
Inbreeding, 233, 424 
Incomplete blocks, see 
blocks, slipped-block 
balanced, 499, 631 
Incomplete experiments, see missing 
data 
Industrial research, see chemistry, phy- 
sical science 
Infection model, 261 
Inference, 366, 429, and see test 
fiducial, 409 
Information, 148, 413, 572, and see anal- 
ysis of variance, design of experi- 
ments, estimation, maximum like- 
lihood 
determinant, 43 
loss of, 414 
matrix, 310, 345, 367, 426, 604, 621 
inverse, 95 
prior, 139 
processing, 420 
retrieval, 279 
theory, 420 
Interaction, 173, 261, 412, and see anal- 
ysis of variance, model 
as error term, 521 
component, 166 
evaluation of, 630 
genetic, 229 


randomized 
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Intercept, 425 
confidence limits for, 154 
Interpolation, inverse, 160 
Iteration, 42, 78, 94, 104, 348, 367, 605, 
615, and see computation, least 
squares, maximum likelihood 
Judging, see organolepsis 
Kronecker delta, 161, 544 
Kronecker product, 161, and see matrix, 
direct product of 
continued, 165 
Lagrange multipliers, 121 
Law, see hypothesis, model 
Liebig’s, 267 
multiple-process, 626 
of large numbers, 603 
of minimum, 267 
single-process, 626 
LD50, see ED50 
Least squares, see adjusted mean, anal- 
ysis of variance, dummy variates, 
estimation, matrix, normal equa- 
tions, 
estimate, 180, 240, 337, 524, 596 
Liebig, 267 
Life, expectation of, 258 
Likelihood-ratio, 26 
Limnology, see fish 
Linkage, 241, 619 
Logistic curve, see growth, logit trans- 
formation, population 
generalized, 614 
Longitudinal experimentation, 520 
Mann-Whitney U statistic, 124 
Markov, 395, 423, 564, 586, 623, 626, and 
see stochastic 
semi-, 627 
Maskell, 267 
Matching, 355, and see paired compari- 
sons 
Mathematical biology, see biometry 
Matrix, 23, 501, 554, and see character- 
istic roots, covariance, determi- 
nant, information matrix, multi- 
variate analysis, quadratic forms, 
trace 
admissible, 562 
algebra, 39 
design, 23 
direct product of, 164 
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dispersion, 23, 520 
function, 562 
inverse, 396 
null, 25 
orthogonal, 161 
parameter, 32 
partitioned, 24 
rank of, 23 
similar, 563 
singular, 181 
transition, 395 
Maximum likelihood, 42, 69, 93, 104, 141, 
217, 240, 366, 426, 524, 568, 602, 
619, 632, and see consistency, ef- 
ficiency, estimation, information 
analogue, 358 
equations, general solution, 348 
estimate of correlation, 342 
estimate of variance, 217 
iterative computation, 349, 367 
scores, 627 
Mean, see moments 
adjusted, 412, and sce least. squares 
variance of, 412 
geometric, 605 
harmonic, 605 
weighted, 605 
Measurement, 119 
Medicine, see bacteriology, blood, clini- 
eal, diagnosis, follow-up studies, 
genetics, hematology, histology, 
hospital use, immunology, mor- 
bidity, mortality, pharmacology, 
physiology, serology, toxicology, 
virology 
prospective studies, 323 
retrospective studies, 323, 628 
Metameter, see scale 
Metric, 27, and see scale 
Migration, 549, 631 . 
Minimum chi-square estimate, 43 
Minimum variance estimate, unbiased, 
213 
Misclassified data, probability of, 457 
Missing data, 247, and see follow-up 
studies, misclassified data, mixed- 
up data, rejection of data 
contingency tables, 352 
Mitscherlich’s law, 267, 614 


INDEX 


Mixed-up data, 247, and see missing 
data 
Mode, multi-, 357 
Model, sce biometry, causation, com- 
ponents of variance, hypothesis, 
law, missing data, path analvsis, 
regression, transformations 
analysis of variance, 618 
mixed, 520 
model I, 38, 53 
binominal, 568 
biological, 126, 185, 263, 354, 425, 479, 
577, 579, 595, 620, 627 
birth-and-death, 543 
compensatory mortality, 632 
competing risk, 163 
component, 543 
deterministic, 77, 263 
ecological, 76 
exponential, 104, 259 
genetic, 121, 229, 424 
hierarchical, 530, 537 
inappropriate, 78 
joint-action, 264, 620 
longitudinal, 520 
mathematical, 13, 126, 326, 354, 512, 
618, 623, 630 
mixed, 149 
multivariate, 30 
nested, 530, 537, 633 
nonparametric, 620 
parametric, 620 
probability, 373 
regression, 179, 621 
selection of, 93 
stochastic, 76, 253, 257, 263, 624, 627 
survivor-time, 621 
Taylor, 161 
yield-density, 290 
Moments, 68, and see cumulants 
estimates, 354 
factorial, 69, 591 
generating function, 68, 355 
method of, 42, 366 
Monte Carlo, 52, 76, 204, 259, 264, 619. 
632, and see simulation 
Morbidity, 323 
Morphology, sec polymorphism 
Mortality, 77, 194, 260, 263, 420. 632 


random-destruction, 194 
risk, 620 
Moving averages, see smoothing 
Multivariate analysis, 1, 22, 148, 425, 
522, 633, and see analysis of vari- 
anee, canonical correlation, di- 
mensionality, discriminant fune- 
tion, factor analysis, generalized 
distance, generalized variance, 
genetic selection, Hotelling’s T 
matrix, principal component, vec- 
tor 
computation, 26 
confidence limits, 27 
interpretation of, 27 
Mutation, 545 
Nervous system, 423, and see cyber- 
netics, psychology 
Newman-Keuls test, see multiple range 
test 
Nonorthogonal design, experiments, 524 
Normal distribution, 355 
bivariate, 343, 383 
cumulative, see probit transformation 
integrated, see probit transformation 
Normal equations, 188, 512, and see 
least squares, matrix 
Nutrition, 12, 263, and see requirement 
plant, 267 
Obituaries, 437, 633 
Odor tests, see organolepsis 
Ontogeny, 4 
Operating characteristic, 424 
Order, see test 
test of, 245 
Organolepsis, 267, and see score 
Orthogonality, 618, and see comparisons 
Orthogonal polynomials, 
unequal intervals, 161 
Pairing, 323, and see paired comparisons 
Palatability, see organolepsis 
Paleontology, 1 
Partial totals, method of, 104 
Path analysis, 625, and see causation, 
correlation 
Path to extinction, 79 
Pathology, 261, 568 
Pattern, 426, 427 
Peck order, see social order 
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Percentage, see proportion 
Perception, see organolepsis 
Periodicity, see cycles 
Pharmacology, 264, 613, 622, 623, and 
see bioassay, toxicology 
Physical science, 104, 421, 618, and see 
chemistry, radioactivity 
Physiology, 126, 134, 148, 421, 425, and 
see blood, cybernetics, endocri- 
nology, growth, histology, medi- 
cine, threshold 
plant, 260, 267 
Plant spacing, see plot size and shape 
rectangular, 283 
triangular, 292 
Plot size and shape, 283, and see guard 
rows, plant spacing, split plots, 
Plotting procedure, see graphics 
Poisson distribution, 185, 356, 366, 429, 
568, 588, 627 
binomial, 42 
bivariate, 260 
multivariate, 551 
truncated, 72 
with zeroes, 356 
Polymorphism, 6 


Pooling, 601 
Population, see distribution, fish, sta- 
tistical genetics 
age structure, 194 
changes, 192 
dynamics, 394, 621, 629 
estimates, 631 
management, 626, and see ecology 
process, 621 
size, 394, 543 
Poultry, 


egg production, 410, 534 
Predation, 621 
Prediction, 627, 632, and see crop, re- 
gression 
Preference, see organolepsis 
Principal components, 6 
Prior information, 139 
Probability, see run, stochastic 
contour, 95 
extinction, 76, 87, 396 
variance of, 95 
generating function, 43, 355, 589 
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of misclassification, 457 
of ruin, 205 
transition, 423, 544, 587, 623, 627 
conditional, 80, 398 
Process, birth-and-death, 543, 627, and 
see birth, stochastic 
linear, 553 
Productivity, 594 
Programming, see automatic computa- 
tion 
dynamic, 626 
linear, 210 
Proportion, see binomial, probability 
Psychology, 267, 420, 421 and see cyber- 
netics, education, nervous system, 
organolepsis, psychomotor tests, 
vision 
Public health, see epidemiology, medi- 
cine 
Quadratic form, 6, 55, 232, 503 
Quadrat sampling, 569, 579, 592 
Quality, see organolepsis 
Quality control, 372 
Quantification, see scales 
Queue, 627, and see stochastic process 
Radioactivity, 104, 192, and see radiol- 
ogy, tracers 
Radiology, 521, 618, 629 
Randomization, 283, and see bias, ran- 
domigation test, selection 
Randomized blocks, 56, and see design 
of  exver'~ents, incomplete 
blocks 
augmented, 448 
Randomized design, completely, 56 
Random mating, 404, 619, 623 
Randomness, 423, 426 
Random numbers, 373 
normal, 80 
generation, 80 
Random process, see stochastic process 
Random variable, 590, 633 
Rank, 124, 503, and see matrix, score, 
transformation, triad 
of discrimination, 455 
social, 594 
transformed, 125 
variance of, 596 
Rate, see proportion 
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Ratio, see proportion 
Recombination, 545 
Recruitment, see migration 
Rectangularity, 284 
Recurrence formulas, 77, 205, and sec 
difference equations 
Regression, see adjusted means, cor- 
relation, covariance, orthogonal 
polynomials, prediction, trend 
analysis, see analysis of covariunee 
asymptotic, 123 
bilinear, see multiple 
coefficient, 
biased, 619 
prediction of, 13 
curvilinear, 429, 600 
equation, 107 
exponential, 196 
logarithmic, 202 
linear, see rectilinear 
multiple, 625 
of productivity, 594 
rectilinear, 600, 612, 621 
weighted, 615, 632 
Rejection of data, 633, and sce missing 
data 
Repeatability, 342, and sce heritability 
Replication, 
fractional, 172, 309, and see alias 
resolution, 173 
unequal, 412, 499 
Reproduction, 624, 630, 632, and see 
fertility 
Requirement, 54 
Residual, see error 
Response, see bioassay, dose response, 
model, time response 
bias, 624 
curve, 267 
hyperbolic, 267 
quantal, 204 
surface, 160, 625 
Reversal, see cross-over design 
Reviews, 126, 253, 418, 617 
Risk, see proportion 
combination of, 601 
competing, 323, 420, 627 
function, 323 
of age, 326 


hypothesis, 330 
mortality, 620 
Rotation experiments, sce cross-over 
Row crops, 292 
Runs, 579 
mean length, 581 
Sample size needed, 208, and see or- 
ganolepsis 
Sample surveys, 265, and see sampling 
Sampling, 533, and see components of 
variance, design of experiments, 
sample size needed, sample sur- 
vey, truncation 
cost of, 568 
double, 139 
efficiency, 143 
experiment, see sampling studies of 
statistical problems 
multiple, 143 
nonrandom, 599 
procedure, 59 
studies of statistical problems, 52, 
619, and see Monte Carlo 
Scale, see metric, score 
optimal, 258 
Scatter diagram, 470 
Score, 117, and see discriminant func- 
tion, organolepsis, rank, scale 
Screening test, 208, 424, 622, and sce 
bioassay 
Segregation, 579 
genetic, 545 
test of, 580 
Selection, see design of experiments, 
genetic selection, organolepsis, 
randomization, rejection of data, 
sampling 
index, 120, 264, 266, and see genetic 
selection index 
of comparisons, 27 
of data, 5, 606 
of error term, see proper error term 
of experimental units, 19, 341 
of group size, 569 
of population, 52 
of subjects, 341 
of treatments, 27 
of variates, 27, 459 
Sensitivity data, see quantal response 
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Sensory tests, see organolepsis 
Sequential experiments, 52, 212, 254, 424 
and see bioassay, decision, sam- 
pling 
closed, 203, 210 
efficiency of, 64 
truncated, 203 
Serology, 212, 569, and see hematology, 
immunology, tuberculin 
Sheppard’s correction, 483 
Sign test, 340 
multiple-comparison, 265 
Simulation, modified, 76, and see Monte 
Carlo 
Simultaneous equations, see matrix 
Smoothing, 87, and see curve fitting 
Social order, 124, 594 
Social score, 594 
Sociology, 630, and see demography, 
education, social 
Soil science, 427 
Spatial, see correlation, cycles 
nonrandomness, 579, 620 
Specifications, 53 
Split plots, 284, 413 
Standard deviation, see variance 
Standard error, see variance 
Standardization, 13 
State, 624, 626 
steady, 628 
transient, 399 
Statistical methods, research needed, 
37 
Statistics texts and periodicals, 639, and 
see reviews 
Stochastic approximation, 264 
Stochastic processes, 253, 257, 423, 543, 
623, 627, 628, 632, and see queue, 
random variable 
branching, 394 
Stochastic region, 79 
Stochastic variable, 264 
Stratification, see sampling 
Structure diagram, 266 
Student’s t, see t test 
Subjective evaluation, 408, and see 
organolepsis 
Successive approximation, see iteration 
Sufficient statistics, 221, and see con- 
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sistency, eflicieney, 
maximum likelihood 
Surveys, see sample surveys 
Survival curve, 626, and see dose-re- 
sponse curve, mortality, time-re- 
sponse curve 
Survival time, see time-response curve 
Switchback, see cross-over design 
Symmetrical complementation design, 
258 
Svmmetric functions, 108 
Systematic designs, 283 
Tables, miscellaneous, 44, 48, 61, 70, 
96, 142, 397, 401, 458 
Target theory, see radiology 
Taste tests, see organolepsis 
Taxonomy, 455, and see morphology 
Temporal nonrandomness, 620 
Tests, see analysis of variance, chi 
square, comparisons, confidence 
limits, criterion, critical region, F 
test, goodness of fit, likelihood 
ratio, null hypothesis, order, rank, 
rejection of data, sequential, sign 
test, t test 
distribution-free, 263 
efficiency, 118 
Hotelling’s T, 1 
multiple comparisons, 265 and see 
comparisons 
multiple range, 
Duncan’s, 265 
Newman-Keuls, 265 
Tukey’s, 265 
multivariate, 22 
of distributicn, 343 
of homogeneity of covariance matrix, 
2 
of homogeneity of distributions, 366 
of order, 245 
of segregation, 580 
of significance of 
correlation, heterogeneity of, 352 
largest difference, see multiple 
range test 
regression, 114 
one-tailed, 265 
power of, 208 
psychomotor, 524 


estimation, 


xX, 
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randomization, 629 
two-tailed, 158, 265 
using range, see multiple range test 
Tetrachoric functions, 342 
Theory, see biometry, hivpothesis, baw, 
model 
Threshold, 342 
Time response curve, 148, and see dose 
response curve 
confidence limits, 149 
Time series, 520, 626, 627 
Toxicology, 212, 263, and see bioassay, 
pharmacology 
Trace, 26 
Tracers, 104, and see radioactivity 
Transect, 579 
Transformations, see analysis of vari- 
ance, bioussay, discriminant fune- 
tion, logistic curve, matrix, model 
homoscedastic, 354 
logit, 93 
probit, 80, 619 
to stabilize variance, see homoscedas- 
tie 
Transphinted erops, 284 
Pree crops, see horticulture, forestry 
Trend, 12, 114, 259, and see regression 
Triad, circular, 598 
Tribolium, 76 
Truneation, 589 
test, prired, 25 
T test, see confidence limits, Hotelling’s 
Tubereulin, 427 
Tumor immunity, 621 
Twins, 20 
Variable, see variate 
Variance, see covariance, F test, genetic, 
mean square error, Sheppard’s 
correction 
analysis of, 22, 158, 161, 178, 229, 317, 
337, 476, 517, 632, and see analy- 
sis of covariance, chi square, 
components of varianee, degrees 
of freedom, error, F test, inter- 
action, least squares, missing 
data, model, multivariate analy- 
sis, orthogonal polynomials, pool- 
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ing, regression, fests, 
tions 
529, 538 
571 
asvinplotie, 69, 573, 604 
components, 152, 252 
coetlicnonts, 520, 537, 618 
computation of, 413 
confidence dimuts for fumetions of, 
633 
nevative, non-, 625 
varniunce of, 120 
finite, 375 
generalized, 43 
heterogeneity of, 621 
homogeneity of, 105, 251 
infinite, 375 
interspecific, 4 
intrablock, 514 
intraspecific, 157 


ted 
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matrix, see covariance matrix 
minimum, 573 
of adjusted mean, 412 
of difference, 596 
of intrablock estimates, 514 
of menn, 523 
of run dength, 5S1 
of proportion, 571 
ratio, see beta funetion, test 
residual, see error square 
stabilization of, 354 
Variate, 
random, 365 
standardized, 356 
Vector, 3, 23 
mean, 560 
Virology, 185, 212, 261, 568 
Vision, 628 
Vital statistics, see demography 
Weeds, 292 
Weighting, 36, 117, 407, 113, 605 
efficiency of, 118, 409 
optimum, 389 
X-rays, see radiology 
Yield forecasting, 628 
function, 291 
Zoology, 6 
z test, see F test. 
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